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TCTCACAGTG
AGCCAATCAC
GTTGGGGATG
CTGTGTCCCT
CCTAACGTCC
TCAAGTCAAC
CCAGACCTAA
TAGCCATAAA
TATAAGGAGA
CAAAAAGAGT
GAGAGGGACA
TAAGTAGACA
AGTAACATGC
CGGGCGCACA
TGAAACAAAA
TGAAACGACA
CTGACCTAAG
ACTAGCGGAT
AATAACTGCA
CAACGTTTTC
ATGACATCCG
GATAATGCAG
TGAGGGCATT
AGGACGTAAT
GACCTCTGGG
CGAGGAGTAC
CGGTCTGACC
GCTTTAACTG
AACAAGGCAA
CTAGCGAGTG
TATGCTTACT
CCTTTGGGAA
ATCATCATAG
GTTATGCCAA
GTTCGCAATG
ACCGCAAGAT
CTTAAAGAAA
GAATAGTGAG
AGAGGGCGGC
GCCGCACTTG
AACATAAAGG
GACGCAATCA
GCTTATCGAC

TACGGACCTA
CTAAAGTCAA
ACCCTTGGGT
ATCTGTTACA
ATCCTAAAGC
GCCTATCTTA
AGACACTACA
GTGATAACCT
GACAACTTAA
ATTGACTTAA
CGGCGAATAG
GCCTGATAAG
AGTAAGATAC
GTGCCTTCTA
CGGTTGACAA
GTGAGTCACC
ACGCTCTTTA
AACTCAAGGG
CGAGGTAACA
GACCACGCTT
TGACACTGAT
TTCCGCACTA
GACCTTGAGT
CCGCATCCTG
AAGACGCAGA
GAGGAGGATG
GCTCAAACTG
GTCACTCGCA
TAGCTTTAGA
GCCTTTATGA
ATCGGTCTAC
GGCTTTAGGT
GAATCATCAA
TCCACACGTC
AAACAACGAA
TAACAAGATA
GGTTATATGC
AACTTGGCGA
GTGGCATAGA
AACAGGCACT
ACACAATGCA
AAGCACTGCC
TTACTGGTCG

AAGTTCCCCC
CCTTCGGTTG
TTGTCTTTGG
GTCTCCTAAA
CAACACCTAA
AAGTTTAAAC
TAAAGACCAG
TTAATCATTG
AGAGACTTAA
AGTCTAACCT
CCATCCCAAT
TCGCACGAAA
AAATCGCTAG
GGTGACTTAA
CATGAAGTAA
ACACTGAAAG
ACAATCTGGT
TATCGCAAGG
CAAGATGGCT
ACGAAATGCT
GACCTGCACG
CTACGCTGAC
TCGAAGACTC
CAAGCGCGTA
AGACTTGCTC
AAGAGTAATG
TACTTTTCTA
ATGGCACAGC
ATCTGCTGAG
TTATCACTTT
TCACCGCTCT
GTAGCTGTAG
AGGGGCACTA
CAACGGGGCA
TCGAACGCCT
GGTTCCGGCT
CCAATGGCAC
GAGAACAACC
CGAAAGGAAA
AGCCAACACA
ATGAACATTA
AATCTGTGAA
AGATGGTCAA

ATAGGGGGTA
ACCTTGAGGG
GTGTTACCTT
GTATCCTCCT
AGCCTACACC
ATAAAGACCA
ACCTAAAGAC
TCTTTATTAA
AAGATTAATT
ATAGGATACT
CGACACCGGG
AACAGGTATT
GTAACACTAG
GCGCACCACG
ACACGGTACG
GTGATGCGGT
AAATAGCTCT
TGCCCTTTAT
ATGTCTAACA
GAAAGAAAAC
ATGCTATTCA
ATCTTTAGCG
TGGTCTGATG
TCTATGAGCA
AATGAATACT
TCTACTACCA
TAGCGACATG
TCAAAGAACT
TGATAGACTC
ACTTATGAGG
AGGTCTAGCT
GTTCCTACTT
CGCAAATGAT
ACCGTATGTA
TAAGCGTGAA
ATGACAGAAC
ACTATACGCT
TCGAACGCCG
AGGTTAAAGC
CTGAACGCTA
CCGACATCAT
CTTGACAAGC
CAGCGAGACG
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CCTAAAGCCC
TTCCCTAAGG
GAGTGTCTCT
AAAGTCACCT
TAAAGACCCA
GACCTAAAGA
GCCTTGTTGT
TACAACTCAC
TAAAATTTAT
TACAGCCATC
GTCAACCGGA
GACAACATGA
CAGCGTCAAC
GCACATAAGG
ATGTACCACA
CTAACGAAAC
TGAGTGCATG
GATATTCACT
TGACTTACAA
ATCCGTTATG
CATGGCTGCC
TAATGGCAAG
CCTGACACCA
ATTAACGATT
TGGAGGAAGT
ACGTGCAATA
GTGCGCTGTG
GTACGAAAAC
AAGGTCGCTC
GAGTAATGTA
GTAGGTGCAT
TACCGCTTGC
GAAGCACTAC
CACCTGATGG
CTCCGCATTA
GCACTGATGG
GCAAATCGGC
CAAGGACAAG
CAAGAAACTC
TCTCATAACG
GAACGCTATC
GTCAAGGTAT
TGTGATGGCG
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AGCTAACCGA
TTGAAGTGTC
CTTCTCGGCT
TGGGCTTTAA
ATGTATCAGG
CGCTGGATGC
TCAACAATGA
GATTGCAATT
TGTTGAAACT
TCGACATGCA
ATCACCGACC
CATCGACCCT
AAGAAATTGA
GAGGCACGCA
AGCTAAGCGC
AACGGCGTAA
GCTATGCTCT
ACGAATCGCG
GTCTTACGCT
TAGTCTTATC
CTAACTGGAA
TTCTCTGACA
TTACGGTGAG
ACGAGATGGG
GCTGGTGAGG
ACTCCCTAAG
CTAAGCGCGG
CCGGAAGCCG
CAGTGCTGAC
CCATTGAGGA
CACTTCAAGA
CTACAAGAAA
GTCTACTCGG
CATGTAGGAG
TAGCTTACAC
TCGAACTCGC
CTGGCTGGCA
GTGGACTGGC
TGGCGCTGGT
GTTTACATGC
ATGGAAAATC
GGAAGCATTG
CCGATGAAAC
GAAACGTGCT
GCCGTATCAG
CATAAGGCCA
CGCTGTGTCA
TTACGCTGGC
AAAATCCACG
GCGCATCAAG
AGTCTCCACT
TTCCTTGCGT
CTATAACTGC
AGCACTTCTC
TTGCTTCCTA
AGTCAACGAG
TAGTTACCGT
CTGGGCACTA

ACTAAATCAG
TCACGGCTGA
GCTTATAGTC
GAAAGAGGAT
GTCGTCCTGG
TATACGGTGG
TGCCCATTAT
CGGATGAGCA
TGTAAACTAA
TAGCGGGAAC
CGGTATCATT
GAGGAACTCA
CCGCGCTAAG
GATTCAAACG
GAAAGAATGC
CCATGAGGTA
GGGTCAACAT
CTGCACTGGC
CAACATTGAT
TTACAGGTCA
GAGGCACTAA
TCGAACTGGC
CGTTTAGCTC
TGAAGCACGC
TTGCGGATAA
ATGATTGCAC
CAAGCGCCCG
TAGCGTACAT
AATACAACCG
CGAGGCTCGC
AAAACGTTGA
GCATTTATGC
TGGCGAGGCG
TACGCTGCAT
CGCCAAAATG
ACCTGAATAC
TCTCTCCGAT
ATTACTGGTG
GCGTACTCAC
CTGAGGTGTA
AACAAGAAAG
TCCGGTCGAG
CGGAAGACAT
GCCGCTGCTG
CCTTGAGTTC
TCTGGTTCCC
ATGTTCAACC
GAAAGGTAAA
GTGCAAACTG
TTCATTGAGG
GGAGAACACT
TCTGCTTTGA
TCCCTTCCGC
CGCGATGCTC
GTGAAACCGT
ATTCTACAAG
GACCGATGAG
AGGCACTGGC

GCACTTGAGC
CGCAGGGTTC
ACCCGCTGCT
TCAGGCGCAG
TATCCCTAAC
TACTTGACGC
AAATACGCTG
TGATGAGTTA
TCCGCAAGTT
ATCATGTTCT
CTCGCAGAAG
TCAAGGAAGT
GCCCGTAAAG
TCGCAACCGC
TTGCTGCGTG
GCTGTAGATG
GTTCTCTGGG
GTAATGCTGA
AAGCAACTTG
TCTGCGGGTG
ATGAACACGA
TGCTATCCCG
GCGAACAGTT
TTCCGCAAGA
CGCTGCCGCC
GCATCAACGA
ACAGCCTTCC
CACCATTAAG
TTCAGGCTGT
TTCGGTCGTA
GGAACAACTC
AAGTTGTCGA
TGGTCTTCGT
CGAGATGCTC
CTGGCGTAGT
GCTGAGGCTA
GTTCCAACCT
GTGGCTATTG
AGTAAGAAAG
CAAAGCGATT
TCCTAGCGGT
GACATCCCTG
CGACATGAAT
TGTACCGCAA
ATGCTTGAGC
TTACAACATG
CGCAAGGTAA
CCAATCGGTA
TGCGGGTGTC
AAAACCACGA
TGGTGGGCTG
GTACGCTGGG
TGGCGTTTGA
CGAGATGAGG
TCAGGACATC
CAGACGCAAT
AACACTGGTG
TGGTCAATGG

ATCAAGATTG
AAGATGCTCG
ACCTAACAGA
CCTATACCGC
GTCTACGATG
ACTTAAGGAT
AGATTGCAAG
ACTGGATGGG
CTTTGAGGGC
CAAATGGAGA
AAAGACGGTG
CGAGGAAGTC
AACGTCACGA
AAGGCACGTA
GCGATGGGCT
TACTAGGAAG
GACTTTAAGG
CCGGATGGCT
ACGCAATGTT
GCCTGAATAG
TTAACATCGC
TTCAACACTC
GGCCCTTGAG
TGTTTGAGCG
AAGCCTCTCA
CTGGTTTGAG
AGTTCCTGCA
ACCACTCTGG
AGCAAGCGCA
TCCGTGACCT
AACAAGCGCG
GGCTGACATG
GGCATAAGGA
ATTGAGTCAA
AGGTCAAGAC
TCGCAACCCG
TGCGTAGTTC
GGCTAACGGT
CACTGATGCG
AACATTGCGC
CGCCAACGTA
CGATTGAGCG
CCTGAGGCTC
GGACAAGGCT
AAGCCAATAA
GACTGGCGCG
CGATATGACC
AGGAAGGTTA
GATAAGGTTC
GAACATCATG
AGCAAGATTC
GTACAGCACC
CGGGTCTTGC
TAGGTGGTCG
TACGGGATTG
CAATGGGACC
AAATCTCTGA
CTGGCTTACG
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GTGGACTACC
GTAATGGTCA
GTGATTAAGG
ATTCTGCCGC
TACAGCGCCA
TGCGAGCGTT
CGACATCATT
ATGGTGAGTT
ATCGCCTCAT
CGTACCATAC
GCGCATTCAG
GCACGACAGA
GGGGCGCTTA
AAGCACACAA
GAACGTCAAG
AACCAATAAC
CGCTTGAGGA
ATCGCTAATG
AATGGGCTGA
GTACGATTTA
TAAGAACGAC
TGGCTGACCA
CATGAGTCTT
TCAACTTAAA
TCACTACCCT
GAAGTGAAAG
AGAAATCAAG
CTTGCCTAAC
ATCGGTCGGG
TGAAGCTAAG
TAGGGCACGT
CTCTCTAAGG
AGACTCTATT
CCGGAATGGT
TCTGAGACTA
TGCAGGTGCG
CTCCTAAGCC
CGTCGTCCTC
CTACGAAGAC
AAAACACCGC
ATCACCAAGT
TGAAGAACTC
TCACCGCGTG
CGCAAGTCTC
GTTTGCTAAC
GTCGTGTTTA
AAAGGACTGC
CTACTGGCTG
CGTTCCCTGA
GCTTGCGCTA
TCCGTTCTGC
ACGGCCTGAG
TCTGGCATCC
CGCGGTTAAC
TTGCTAAGAA
GATAACGAAG
GAAAGTCAAG
GTGTTACTCG
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CAGTGTGACT
TCGGCTTCCG
TCCGGCAAGG
GGCTAAGCTG
AAGCAATGAA
AAAGATAAGA
GGTAACTCCT
AGACGCGCTT
ATTAACACCA
TATCGCTCCT
CTGTAGTGTG
CACGACTCCT
AGTGCGCGAA
ATTTCTACGA
ATGCCAGCAC
GTCGGACTTC
GGACAAACTC
CCGGTTAATA
CCTTAAGTGT
TTAAGTATGC
TCGTGACTTC
ACCGCTCTCA
TAGTGGTAAT
TAGACTTAGC
GATTGCATAC
TAGCACCTTC
ATTGGTTGAA
TCAGTATAGG
TTTAACCAAT
TAAAGCCGTG
CTGGGTATCT
TGCGTAGACA
GATTCCGGCA
TACTGAACGA
GAACTCATGG
TACCAAATGG
TTGAACCAAT
CACCTTCACA
TGGAGAAGAC
ACATGCTGCC
GCTGAATCTT
GCAGAAGCGA
GTATCTATAA
AACGAAGCTG
GGCTAATGAA
GTTTAGTTAA
GAGACAGTAA
CGGTATTGGC
CGTGTCAAAT
CCATCGTTCG
GTAATCACAC
ACACTTTATG
TCCTGACGCT
GTAGTTGGCG
AGTTAACTGG
TAATGCCATT
GATGATGATA
ACTATATGTT

AAGCGTTCAG
TCAACAAGTG
GTCTGATGTT
ATTTGGGAAT
CTGGCTTAAG
AGACTGGAGA
GATGGTTTCC
GAACCTGATG
ACAAAGATAG
AACTTTGTAC
GGCACACGAG
TCGGTACCAT
ACTATGGTTG
CCAGTTCGCT
TTCCGGCTAA
GCGTTCGCGT
AAGGTCATTC
CGACTCACTA
TAATTAGAGA
GTAACTTCGA
GAGGCAACCA
CAAGCGTAGC
CTGGCAGCAT
GGTCATTTAT
GGTTACGTAT
TACCACCACG
CCATATGTAT
GACAATGCTT
AGGAGATAAA
TCTTTCGTAG
TATCGCTGAA
ATACTGCTAA
CTGGAGCACT
TGACCGTTGC
TCAAGGGCGT
ACTGACACGA
CCGTAAGAAA
TAAAACTGTA
TGTGATGTCA
TCTGCTACAG
ACGAGGTCTA
GCAGAAGGCC
GCGCGGTAAG
ACGGTATCAT
GGTAAAGTGA
CGCCACGAAT
AAGAGGCCAC
GACAACGATG
TAGCTACATG
TAATGTTCCG
TGGCTCACCT
TTTAAGAAGG
TGCGTATATT
CTTGTTACTT
TAATACGACT
ACTCATCGTC
TGCCAGATGG
TCGACTTCAT

TCATGACGCT
CTGGAAGATA
CACTCAGCCG
CTGTGAGCGT
TCTGCTGCTA
GATTCTTCGC
CTGTGTGGCA
TTCCTCGGTC
CGAGATTGAT
ACAGCCAAGA
AAGTACGGAA
TCCGGCTGAC
ACACATATGA
GACCAGTTGC
AGGTAACTTG
AACGCCAAAT
GCAAGAGTGG
TAGGAGAACC
TTTAAATTAA
AAAGATGACC
AAGGTCGCAA
TGGGAGGGTC
TCAAGGCAGC
GATGACTGGT
TGAGGACAGG
ACGAGGACGT
GACCAGTTGA
AAGGTCGCTC
CATTATGATG
AGTCTGCCAT
ATCAAGTACG
CAGTTACTGG
TAAACGGGTT
TTCTACAAAG
AGACTTTAAC
AGAACCAAGA
GATAAAGTTC
CGCTATCCTC
TGACGTTGCT
GAATACTTCC
CGATATGGTA
ATGAGGGTCT
AAATCTGGCT
TCAGGGTCTG
TTGGTTTTGA
ATCTCTCGCG
CCTAAGTCAA
CTTGTACTAT
GAGGAAACAC
TGGCACCGAG
TCGGGTGGGC
TTGGTAAATT
CTTGCGGTAT
AGCGGCAGTG
CACTAAAGGA
ATTGTAGGAT
TCACGCTTAA
TACAACAAAA

GGCTTACGGG
CCATTCAGCC
AATCAGGCTG
GACGGTGGTA
AGCTGCTGGC
AAGCGTTGCG
GGAATACAAG
AGTTCCGCTT
GCACACAAAC
CGGTAGCCAC
TCGAATCTTT
GCTGCGAACC
GTCTTGTGAT
ACGAGTCTCA
AACCTCCGTG
CAATACGACT
CCTTTATGAT
TTAAGGTTTA
AGAATTACTA
AAACGTTCTA
GTTGAATAAG
AGTAAGATGG
AACAAACAAG
ATGATGCCTA
AGTGGAAACC
TCTGTTCAAT
AGGACTGGAA
TCTAGGAGTG
AACATTAAGA
TAAGAAGGCT
ATGGTGTACG
CTCTCTCGTG
TGATGTTCGC
ATGGCTTTAT
ACAGGGTCCG
GTTCCATGAA
CCTTTAAGCT
CCGCTGCACA
CATGCAGGAA
CTGAAATCGA
GAACTACAGC
CATTGTGAAA
GGTGGAAAAT
GTATGGGGTA
GGTGCTTCTT
CCTTAATGGA
TGGGGATTCT
TAACCCTTAC
CTGATGGCTC
GACAACCCTC
CTTTCTGCGT
CCTTGCGGCT
ACCCTCAAGT
TGTGCTTGCG
GGTACACACC
GCCTTGCGCT
TACGACTCAC
GCGTTAAGAA
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TCCAAAGAGT
AGCTATTGAT
CTGGATACAT
GCTGCGGTTG
TGCTGAGGTC
CTGTGCATTG
AAGCCTATTC
ACAGCCTACC
AGGAGTCTGG
CTTCGTAAGA
TGCACTGATT
TGTTCAAAGC
GTACTGGCTG
ATTGGACAAA
ACATCTTAGA
CACTATAGAG
TGACCTTCTT
ACTTTAAGAC
AGAGAGGACT
ACCGTAATGC
ACTAAGCGTG
GACGTTTATA
CTGTTCCAGT
TACAAGAAAA
TGATTGATAC
ATGTGTACTG
GTAATACGAC
GCCTTAGTCA
CTAACCCGTT
CTGGATAACG
CGGGAACATC
TATCTAAAAC
TGGAAGCGTC
GCTTGATGGG
GCCTACTGCG
GAGTTATTCG
GCACACTGGA
TCGTGGAGTC
CACGTTAAGA
ATGGCAAGCG
AACTGTACGA
GACCCGATGT
GAAACCTGAG
CAAAAGGTCT
GAGAGTGGTC
TGAGTTCACT
TTAGCCCATA
GATGGCTGGG
TTTGCGGCAC
AAGAGAAAAT
TTATAAGGAG
TTGGCAGCTA
AGCACTAGTA
TGTGGAGTAT
ATGATGTACT
CCACTGTAGC
TAAAGGAGAC
TTTCACGGTT
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CGCCGTGCTG
ACCTCTTATT
TCACCCGTGG
AGTGTGGCAG
CAAGGAGGTG
AAACCCGCCA
ACCGTTATCC
GAACAAGAGA
TGATTTGAAT
GCCCCGCAAA
GACCCACGTA
CCAGCCTTCC
TGCTGTTTGA
GTTGAGCAGT
ACGTGCTGGT
AAGCAGACTT
GCATAACTTC
CATCTTGCTC
GCGTACATCA
TCAAACGTAA
TACCGTAGAG
CCCTAGACGA
TTTGAGGTTA
ACTATTAGGG
TAACATTATG
CTTACGCTTA
GGGAACCCTC
CCCGCGCTGC
CTTATGCTGC
CGTGGTAAGA
TAACGGTGAC
AAGACAAGAA
TCAAAAGGTA
GCTGAAAGTT
GTGCGAGCGT
ACCTTTGGTG
CTATGTTGCC
GCTGGGACGA
TTCTAAGTGG
CTCTGGGTGT
AGGTGTGGTG
TCTAATGCTC
ATGTTGTAAC
CTGACATGGT
GAAGACGTAA
TCGCACCTAT
GGCGACATGG
TCGCTCTGGC
TTAAATTCGA
AATCACACTT
GACAAAGGGT
GGGAGCAGCA
ACTAAGTTAT
GCATGGTATT
AACCCAAGAA
AAATAATGGC
TTTGTTCACT

ACCGTTCAAT
GGTAACACAG
TGACTTTGAG
TGACCCGCTT
TTCTGATGGG
GTACAAGCAA
ACACACCTGT
TGATCATTAA
GGCTGCGGTA
TAACGATCAA
AACCACATCT
GCTGAGACAA
CGACATTGAG
TCAAGGGATA
AAGAAGTCAG
CTATAAAGAA
AAGTCAACCC
AGAGTGGTGC
AGCTGTATGA
ATACAGGTTC
TCCTCGGAGC
AGCTCTGGAG
CTCGTGTGCG
AAGACTCCCT
GCTAAGAAGA
CATCGCCAAG
GTGGTGTCTA
CAGCGTATGG
TGCCGTTGAG
AACCGCTGAA
GGTACGACTA
GACCAAAGAG
AGAAGATGGA
AAATATTCTC
TAAGCTGCAA
GCGGTGAAGA
TCTGGTTCTG
AGACGACGAA
AACTGCGGGA
TGGGAGTGGC
CAGCAATACC
CGAAAGGTTC
CCTGAACACC
AAATAAGGGT
TGGCAATCAT
GGTGTCTCCC
CAGGTTACGG
CTAGAGGACA
GTATGAAGAG
ACACTCCAGA
CTGTGGGAAA
CCCCGAGCTA
ACAAAGGTTC
AAGTTCGCTG
GGAGGTCCCC
TCGTGTACAG
GCTCGGCTAC

CGTATGTGCG
TTCCTTTGGC
AAAGCAATAG
CCCGTTCGTC
ACTGTTAGAT
CTGGGTGTAT
AACAAAGGAG
GTTGATAGAC
TTCTCTGCTC
AAGATAACCT
GAATAAACCT
TCGAAGGTGT
GCTATCGAAG
CTGCTTCGGT
AGTTAGCGTA
CTCTTTGAGA
CACCTGCCGA
CGAAAGATGT
ACTTTGGAAA
ACTTAGTGTG
ATTCCTTCGA
TTAGCCGAAT
TCCTTGTGTA
CTGAGAAACC
TTTTCACCTC
CCGGACTACG
TAAAGTTGAC
TCGATGAAAT
GAATACGAAG
ACCGTATGAG
CCTTTAAGTT
ACCAAGCACA
AGACGTTCCG
TGGTTCCATA
CTGGAATCCG
CGATTGGGCT
CCAAAGCGAG
GAGTCCGAGG
GAAAATCCTT
AGGGCGCTAC
GGAAAGGTTG
TACCGTCCTG
TATCCATAGG
CGCTCACACA
GGAGTCCAGC
AACAGACTAT
CGCTAAAGGA
AGGTTTCAAA
TGGAAAGTGC
CTTCTTACTT
GCGATGATAG
GACATCCGTA
TCCAACGTCT
ATAAACTGAT
TTTGATAGAT
TTTAAACAAC
CAAGCCAAGT

AGCGAGCGCC
ACCGAGCGTC
ACAAGAAACG
CGTCTGTTAC
GGTGAAGCCT
AGCTTGCTTA
CTAACGATAT
AATAATGAAG
CAATGTCCCT
TAGGTGAAAT
GAGGTAACTC
CACTAAGCCT
TGATTGCTCG
AACATCTTAA
CTTAGAGAAA
AACATAAGGA
CAGCCTATCT
GGGAAGAGAC
TCGAGAGGTC
GACAATAAGA
GGTTCCAATC
GGCAATACGT
GCACCGAAGT
AAACGAAACC
TGCGCTGGGT
GCAACGAAGA
CTGACTATTC
CGTGAAGTGT
CTAATCCACC
GGTGACATGC
CAAATGCTAC
TCAATCTGGT
ATTATCGGTG
CAAGTGGAAC
TGATGCTGGT
GACGAAGTTG
CAAACCACGC
AAGCAGACGA
GAGCGAATCA
GAACAATAAA
TCTACTGTCA
CACTCCTGTG
AACTCCAAAA
AGGGGTATAA
GAGTCCAATG
TTGTGATATA
ATCCGAAAGG
GCAGTTGGAA
CTTATGTAAT
CCAAACGGTA
AAAGAAGCAC
TTGTCTTCTC
TATGGAGAGT
ACCTGCTGAG
TAAAAAGGAA
GTGAATCTAC
CAGAATGTTG
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GAGCTAAGAT
CACATCATTA
TCCGGTTCTT
TCAAACGAAT
GGGAAAAAGA
GAGAAAGATG
GACCGAACGT
GTCGCCCAGA
TGCCACCTCT
CCGAGCGATG
CTACAGATGA
TCCCACTACA
TTCAATGACC
AGTACAGACT
GACCTAGCGA
TAAATGTTAT
GATGACTTCA
ATTCGACGAT
AATGACTATG
AGTTTTGGGC
TACGCTGAGA
TCCGGCTGGC
AATACGACTC
TAAAGGAGAT
ACCGCTGAAC
GCGTGGCTTT
CCAACAAAGA
CACGAAGAGG
TGCTGTAGCT
CGTTCTTCGA
GCGTCTTTCC
TGTGGTTGAC
GTGGCTCTAA
ACTGCTGTAG
CGAACTGGCT
AAGAGAACGG
GACGAAGAAA
AGACGGAGAC
AGGTGACTTC
GGGTACGGGC
TCGCGTAATG
ATAATCCATT
GAGAACTCCA
ACTTTCAGAC
TATCCTTAGC
CGCAAAGGGA
TTGGAGCGTT
TCAAAAGGTA
TCCGGCGAGC
TATTCGTTGA
TTATTAATTA
AAGCTCACGT
TCTGCGAAAA
TGGATAAAGG
AGGAGGAAAG
TGACGCAATC
GTGTCCGTGA
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GATTCGCCAG
TTATCATCAA
GTAGGCTCTC
TGTTGGTGGT
CCCAAATGCA
GAAGGCGCTG
TTCGTTCGAC
ACCGTGGATA
TTTGTTCGCA
TAAGGCTCCG
TACCAAAAGG
GCCTTAGACA
GAAGACTCCA
AGGAAAGGGA
AACTTTCGTA
TAGGAGGGAA
TACCACATTC
CTCTGACGGA
ATGAAGACAC
CCAATGACTT
CGCGTTAACT
ACTGGATTGC
GACCAGAACG
CTTTAAGACC
TGTGGAATGG
CTTACCGTGA
TCACGGTGCC
TTGACCAGTT
CGCAAAGCAG
AGTGGCAGTT
ACGACCGTGA
GATGGTGTGG
ATCGTCCGAG
ACGATAAGAC
GGTTCCGGTA
GGGCACAGCG
TTGAGGAGAC
AGACAATCCG
CCAATGGTTC
CATTCGCCGA
CGCTCAGGCT
CGTATCCGCT
TGACCAAGCT
ATTTGTCACC
CCCCGTTTCT
CTGATACTAT
CTTGTCCTCG
CGCTGGCTAC
GTTACTCAGG
GACACTGACT
AGTTTCGCTG
CATGTTCAAA
ACGTGGAAGC
TCACGCGCTC
TAAAGTTACC
AATTCTTTGA
AACTATCCGT
TCAACGTTCG

TGGCACAAAG
GCGAGACGGT
ACGCTAAGGG
ATCGACGATA
ATCCCTTCGC
TGCTTCGCGC
CTTAAGCGTT
ATTAATTGAA
TTGGAGGTCA
AGGAGGCATA
TTATTATATA
ATCTCCGTCT
AAGAGCAATA
GATGTGGAGA
GTAGAGATCT
TTGCATGGAC
CTTGTGACAA
CACACGTTCT
TAAAGAGAGG
ACAACGTGTG
GCGAGAGGAA
CAAAGTAGAC
GCAACATTGT
ACTGGTAGTC
TGGTAAGAAG
TGGAACTTCA
TCTGCCGCTA
CGAACAGATT
TCGAAGAGGC
CTTCCGTGTA
AATCATGGAG
TATCGGCTCT
GAATCAGTAG
CTTAGGTGCC
TGGGTAAGTC
ATGGGCAAGA
CGCTGAGGAC
ACTCACTAAA
GATGAACTGT
GGCTGAGACG
TGGGCTGTGA
TCTGGTGAAT
CAAAGGGTTC
TTAAGAACCC
ATTACTGACC
TATTGCCCTT
TTCGTATTCT
ATGGAATACA
GGAAGAAGAG
TCTGACAGGA
GAGAGTCCCA
CTGATTAAGA
CAAGCGACTG
TGGCGATTCG
GAGGCTGCCC
GTAATCAAAC
CTATCCGATA
CAACGGTAAG

AGCAGGGTTG
ACTGTGGAGG
TTACAACCAC
AAGGTAAGTT
TCACTGCTTG
CCATCATGAG
GGTGGGAGAA
CTCACTAAAG
AATAATGCGC
TCCAAGTGTG
GACCACATTG
GGCTCTCCCA
CCTCAGGACT
GGCACTGTAA
ATTGGAAGTC
AATTCGCACG
CTGTGGGAGT
GCTACGTATG
GCTTCAAAAC
GAACTTCGGG
TCTCCAAGGA
GGTGTGATGT
GAGTCAGAAG
ACAAGAGTGA
ATTGTCGTTA
AGACTGTAAG
AGAAGACATG
ATCTTAATGT
TGCACAGGTT
AGGATGCAAA
CAAGTGTGGA
TTCGTTACGT
GTTTACTTTT
CGTGGTGGTG
AACGTTCGTC
AGGTAGGCTT
CTTATAGGTC
GAGAGAGATT
TCGGCAACGA
GATAGACTGC
CGTAATCATT
CCGATGAGCG
GCTAAGTCAA
AGACAAAGGT
TACGTGGTTC
GAGCGTAATC
CAAGTGCCGC
ACAAGGAAAC
TCACACTCAG
TTCTTGATGA
TTCTAATACG
AGTTAGGCCA
AACGATGAGG
CTCCAACGAA
GTGTGGCAAA
AGGAGAAACC
CAGCTGACCA
GCGACTATGG

GCTCGATGTG
CAGGACGAGA
AACTCTATCG
CGACGCTAAC
TCACACTGCT
GTGGCGCCGA
GAACGAACTG
GGAGACCACA
AAGTCTTATA
GGAGGCAGCC
ACGGCAATCC
AAAGAAAACT
AAAGGGACTG
CAGCTGAGGG
GTTGCGTGGA
ATTCCGATAG
AGTGATGGGA
CGAGAAGTGG
GGAAACCCTC
GAATCCAATG
AACCTGTCAG
ACCAAGTGGC
GTTCGAGATA
CGCTCTGTTC
CAGAAGGTGA
TATCCTGTAG
CGCTGCCAAC
TCGATATGGA
CTACCTGCTG
CGAGTGTCAC
ATGCTGGTCC
GAACGAATCC
CAGTGGCTGC
AAGTCATTAT
CGTCAACAAG
AGCGATGCTT
TACACAACCG
ATTGAGAACG
TACGTTCCAT
TCGCTAAGCT
CTAGACCACA
TAAGATGATT
CTGGGGTGGT
AAAGCACATG
TGGCGCACTA
AGCAAGGCGA
TTTACTGGTG
CGGATGGCTT
AGTCAACAGA
CTTTCCAGAC
ACTCACTAAA
ACTGCTGGTT
CTCGTAAAGA
CTGGCTGACA
CCAAGCTCAA
ATTATGTCTA
GTGGAACCGT
TTTACCGCTG

Phage T7 complete genome

GGATACCACT
TGAGATGGCT
GCGTCTGCCT
TTTACGCCAG
GGCTAAGTAC
AGGCTTGCCC
GTCACTTCTG
GCGGTTTCCC
AACAATTCTA
AATGGGCCTA
ACTCAACGAC
CATGGAACAT
AGTTGGAGCA
TAAACAGCAT
TTTATAGAAC
TGTATTTCTT
ACTCGCTGTT
ACTGCTGGTA
AGGAGGTAAA
GACGCTACTC
AAGGCTGGCT
TGACTATCGG
AAGATAAGAA
GGGAAGCACT
AATCGACATG
TGTCGTTGGG
TACGAATACT
CGAAGCAGGG
GTAAGGTACG
CTAAATGGTC
TTGGATTCCT
GTGAGCACCT
ACTGGTATCA
GGTCACTTCC
CTCTACAATG
GAGGAGTCCG
TGTCCGACTG
GTAAGTTCGA
CTATATGACT
GGCCTACATG
TCTCAATCGT
GACAACCTGA
GCTGGTCGTA
AGGAAGGTCG
CGCCAACTAT
TATGCCTAAC
ATACTGGTAT
GAACCATCAA
CTGGTCCAAC
GACTACGAGA
GGAGACACAC
CGTATGTACA
GGCCACACAG
GTGCATCCAC
CAGCTTTCCA
ACGTAGCTGA
CGAGTCCACA
GAAGGACTCT
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AAGTCCTCTA
ACTGCGTCTG
AAGCTGGTCG
TAAGAGTGGT
TTCGACTCAC
GCAGAAATCG
AGCTAAGACT
GGACAAGACA
AAGGTGTTCG
TAAGGTTGAC
GTGGCAAATA
GCAATCGTTG
TGTTTCATAT
ATATGATCGT
AAGTTCCACT
CTACCGTCCG
TTGCACGAGG
CCTGCATTGA
TCCTCGTGAG
CCAACCTCAA
GGAAAACGCT
CGAGATGAAG
AGGGTGAAGA
ATGATGGACT
GAAGCTACTC
ACGTAGGATA
GAACATCGTG
GTTTGACACA
GCTCTGAGTT
CCTAAAGGTG
ACCTAAATAC
AGCCTAAGAA
ACCCGCGAGT
GTTTAACCCT
GGTGGGTCCC
GAGGTACTCG
CGACCTCATT
CTGAGGGAGA
CATGGTTCTG
GTTCCCAAAC
AGTGTCGCGC
AAGCCTTGGG
CTTGGCTCAC
TTCTTAACGG
ACCCGAGATA
TGATGAGAAG
AACTCAAGAA
GAGTCTATCC
GCAACAAGTC
AGGTACACGT
GCTGGTGCTC
CGTAGAGAAA
CATGGGTACA
CAGGTGGTCA
CTGGAACTTC
GGGCGATTTG
ACAGGTGCTG
GTACACTGTC

AGAATCACAC
GTCAATGCGC
CGTCAATGAA
ATCCTCAAGG
TATAGGAGAT
CTAAACTGGA
CGCTCCGCTG
GACTGGCTGG
ATAAGGACAC
ATGGGAGTTG
TGCACAAGTG
CCGATAAGAC
GAAGAGATTG
TTCTGACATC
GCGGGGTTAT
AGTGACTTCG
CGGTCTTATT
CCAAACTGGC
AACTGTATTG
GGACACCGAT
TTGGGTCTCA
GGTGAATACA
ATACGTTGAC
ATAACGTTCA
TCTGACAAAC
CACTACGTTC
CTGCATGGCT
AAAGCAATCG
GCTCCGTAAA
GCACTGAGAT
CCTCGCATTA
CAAGGCACAG
ACGTTGCTGG
TCGTCTCGTG
GACCAAGTAC
AAGGAGTACG
AAAGAGTACT
CAAAGCATGG
TTAACCCTAA
CTTGCGCAAA
TGCTTTTGGC
TTCAGGCTGG
TTCATGGCTC
CGACATCCAC
ACGCTAAGAC
ATTGGACAGA
GAAATTCCTT
AACAGACACT
AAGTGGAAAC
TCGTAGTCCT
TCATCTGCAA
GGCTTGAAGC
TGATGAAATC
TTGAGACCGC
CGGTGTCTTC
CCACTGATAC
CTTCTGAAAT
TATTACCCTA

TCAGCGTATG
TTACCAAAGC
GCTATGGCTA
TCGCCAAAGT
ATTACCATGC
AGCTGAACTG
TTCACATCTT
AAGAAACCAG
TATGACCCAC
TTGGTGGATA
TCATACATCA
CAACATGATT
TTAAGTCACG
GAAGCTAACG
CTACGACTAC
GTGCGTATCT
GTGTTCCACA
AAAGTTGCAA
ACACCCTTGT
ATGGGTCTTC
CGCTTTGGAG
AAGACGACTT
GGAATGGAGT
GGACGTTGTG
ATTACTTCCC
TGGTCAGAAT
GCTCGCTAAA
AAGAGTTGTA
TTGACCGAAA
GTTCTGCCAT
AGACACCTAA
CGAGAAGGCC
TGCTCCTTAC
ACCACATTCA
ACCGATAAGG
TGTAGATGAC
TGATGATTCA
CTTCGTTATG
TGGAGCAGTT
TTCCGGGTGT
GCTGAGCACC
CATCGACGCA
GCTTTGATAA
ACTAAGAACC
GTTCATCTAT
TTGTTGGTGC
GAGAACACCC
TGTCGAGTCC
GCCGCTGGAT
CACGCTGCCT
ACTGTGGATT
ATGGCTGGGA
CAAGTAGGCT
ACAAGAAGCG
TGGATACCGA
AGGAGGCTAC
GCTAGTAGCC
TGCTGACTCA

ACGTTGACAG
TGCCGTGACA
TCCTCGACAA
GGTGGCCTTC
GTGACCCTAA
GAGGACGTTA
GAAGAACTTA
AAGTTACCAA
ATCAAGGCTG
CGGCTACGTC
CAGGTGTTAC
CACACAGGTT
ATAATCAATA
CCCTCTTAGA
TCCACCGCTG
GGATGCGCTG
ACGGTCACAA
TTGAACCGAG
GTTGTCACGT
TGCGTTCCGG
GCGTGGGGTT
TAAGCGTATG
GGTGGAACTT
GTAACTAAAG
TCCTGAGATT
CCCTTGAGGC
CAAGAGCGCA
CGTAGAGTTA
CGTTCGGCTC
CCGCGAACAG
AGTTGGTGGT
GTGAGCCTTG
ACCCCAGTTG
GAAGAAACTC
GTGCTCCTGT
CCTGAGAAGC
GAAGCGAATC
TTGCTGAGGA
ACGGGTCGTG
ACGTTCTCCT
ATTTGGATGG
TCCGGTCTTG
CGGCGAGTAC
AGATAGCTGC
GGGTTCCTCT
TGGTAAAGAG
CCGCGATTGC
TCTCAATGGG
TAAAGGTCTG
TGAATACCCT
ATCAAGACCG
TGGGGACTTT
GCCGTACCGA
ATGCGCTGGG
AGGTAAGATG
TCATGAACGA
TACAAATTTA
GAGTAAAGAG

Phage T7 complete genome

ATGAGCAAGC
GCAATTCATG
GATTGATAAC
ATGAATACTA
AGTTATCCAA
AGTACCATGA
GGCTGGACTT
GCTGAGTCAT
GTGATTGGGT
CGCTCAGTTA
TCCACGCGGT
TCTTGACAGT
GGAGAAATCA
GAGCGTCACT
AGTACGTAAG
GAAGCCGAGG
GTATGACGTT
AGTTCCACCT
TTGATTCATT
CAAGTTGCCC
ATCGCTTAGG
CTTGAAGAGC
CAACGAAGAG
CTCTCCTTGA
GACTTTACGG
CGTTGACATT
ACGGGTTCCC
GCTGCTCGCC
GTGGTATCAG
GTAAGCCACT
ATCTTTAAGA
CGAACTTGAT
AACATGTTGT
CAAGAGGCTG
GGTGGACGAT
AAGCCGCTAT
GGACAGTCTG
TGGTAAGATT
CGACCCATGC
TATGGAGAGC
GATAACTGGT
AGCTACGCTG
GCTCACGAGA
TGAACTACCT
ATGGTGCTGG
CGCGGTAAGG
AGCACTCCGC
TAGCTGGTGA
GATGGTCGTA
ACTGCAATCT
AAGAGATGCT
GCGTACATGG
AGAGATTGCT
TTGGAGACCA
GGTCCTAATT
AAGACACTTA
CCAAAGCTGG
GACTTGGTTG
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16651
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16751
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16851
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17001
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19401
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TATGTAAGGA
GTTCAAACCA
TAGGTCCGAA
ACGAAGATGT
ATGTGTGTCG
ATGGCTATGA
GTCGTCTGAC
AGCAGGTCGG
ATTGTCCAGT
ACGTACATCA
ATAAGGACTC
TGTCTGACTA
TTCCAGTCCA
TTCCCGTGGT
CTTGGGAAAT
TGTGTCTAAT
GATATACAGG
GAATCAACTA
TTAATGGCAC
CGACGACAAG
CTATGAGTGC
CGATGCTGTG
GTCCTACGAG
CGTTCACCGA
AAGGCTAACC
TGATGCTCTC
TTGAGGGTGA
GGTGCTCGTA
CCCTAACTGT
CCGAAGAGTC
ATCACTGATG
CTTCTTGAAT
CCGGTAAGAA
GAGCCTCATG
TGGTATGACC
TACGGTTCAA
CCGTAGCGTA
TCGTGGGGCC
TAAGTGATAA
TAGGGGCCTT
TATTATGTTA
CAGATGTACC
GCGTACCTCG
TAGTGAGGCC
ACGTCATTGA
GAGGATTGAC
ATACCAATCA
TCAAGCGTGG
CGAAGTGTCT
CGAAGTCTAA
CGTAAGTCCG
GAGGCTAAGA
GTTGCCTAAA
ACGAAGTGAT
ACCGGAAAAC
CCACAAAGGA
CAGACTCTAA
GCGGAACTCC

TGGTAAATTT
ACACAGGAGA
TATAAGGATG
GCTTATTTTC
GCAAGAGAAA
CAAAGAAATT
GTTCAGGCAA
CTCAGGTGCG
TCCTGACACA
TTTCGTGAGG
TTTCAAACAA
CCTGAAAGTG
ACTATGTACG
CACATCTCGT
CACTGCTTCC
GTCTCGTGAC
GCTACATCGA
ATGGAAGCTG
TTCTTGACCT
GGTATCCTTG
TGCTGAGTTT
ACCACGCTAA
ACCCGTAAGA
TAGTGTTAAC
GTAAGGCCGT
TTTGAGCGCG
TGACGTTATG
AGGCTGTAAT
GACTTCCTGT
CGCTGACTGG
GTTACTCAGG
AACCCGTTCA
CAAAGGCCAA
AGACGCTTTG
GAAGAGGATA
CGAGTACAAC
TATTGGTCTG
TTTGGGACTT
ACTCAAGGTC
TACGATTATT
ACACCTATTA
TCGTGCAACC
AAGCGTCTGG
CACATCTTGG
CGAGATTGAG
ACTATGTGTT
GATTCGAGCC
AGTTCGGTGG
GGACGCAAAG
AGCCAGCGGC
CATTTGGAGG
GTCGCTTCCG
GGATTCGAAG
GGACATGTCT
ATGTAGCGTA
GACATTCTGG
GGGCTTACAG
ACGATTGCGA

AGTAAGGTTC
TGCCAAGCAG
GAGACTTTGA
ACATGGGACG
CAAAGGCATA
TAAAGTGTCC
TCTTAGAGAA
ATTGTCCCCA
CGGTATGGAA
CCATTAAGGA
TCTCCTGCAA
CTGCAAGCAA
GAACAATGCG
GCCTGACTAC
GGTACTCGCT
CTTGTGACTA
CTCTCTGGAA
ACGAATACGT
TAAACAATTC
TGATGGACGG
GATGCCTCTT
GGCCCGTCAG
AGGCTTGGGC
TGGCGTAAAG
GAAGAAACCT
AAGAGTTCTA
GGAGTTATTG
CATCTCTTGC
GGTGTACCAC
TGGCACCTCT
GATTGCTGGA
TAACCGAGCC
GAGGTTACTA
GGACTGCATT
TTATCAAGCA
TTTATTGACA
GGTCTTTGTG
AGCCAGAATA
CCTAAATTAA
ACTTTAAGAT
ACCAATTACT
GCTGAGTATC
TCATATAGGA
GTTTCATTCA
TTACGCAAGG
TCTCACCGAA
GTTGAGCCAG
GTCTTCTGAT
GCCTCAAGGT
AATGGCTCCG
TAAGAAGTGA
TGCAATCCGG
GACACTTTGT
GGTTGCCGTG
CTTCGCGTGG
ATGTAACGTC
CGATTCCTAG
TTGGGTGTCT

AGGTTAAAAC
GTTAGGCTAG
CATTCTTGCG
AAGTAAAAGG
AAACTATAGG
TTCGACGTTA
AGATATGCTG
ATGGTAAACA
GGATTGATGA
CATGCACGAA
CAGTACGGGA
TCAAAAGTTG
AGCCTCGTAG
TAGTGGACGT
TTCTGAAACG
TTCCACGCGA
CGTGAGAACG
AGCGGAACTA
TATGAGTTAC
CGACTGGCTG
GGGAGGAAGA
ATTCTTGAGG
AGGTGCTCCA
AACTGGTTGA
GTAGGGTACT
TTGCATCCGT
CTTCCAATCC
GATAAGGACT
TGGTAACATC
TCCAGACCAT
TGGGGTGATA
TAAAACGTCT
AATGGGTTAA
AAGTCCATTG
GGGCCAAATG
AGGAGATTTA
TTCTCGGAGT
ATCAAGTCGT
TACGACTCAC
TTAACTCTAA
TAAGAACCCT
TACAGGTTCG
CTTATGCGTG
GGGCCTACAG
AACAACTAAG
AATTAAAACT
CGCCTCTGAC
GAGACGGATA
CGAACGTGAT
CTCGTATGAA
TGTCTGAGTT
TGGACTGTGG
GGGCTACAGC
AAGAGTACAT
TGCGTAAGCT
CGTTGTCATT
CGAAACGCTT
CGTTGTAAGC

Phage T7 complete genome

AGCCACAACG
GTGGATGCGG
GTTGTGGTTG
TAAGACATCC
AGAAATTATT
CCGCAAAGAT
CATCTATGTA
GAAGGAAATG
CATTCGTAGT
GAGTATGCAG
GGTGTTCTGA
CCCTAAGACT
CGGAGGCCGC
AACGGTGGCG
AATGGGAGGA
TGTGTGGAAC
ATAGCCTTAA
GAGGAGAAAC
GTGAAGGCTG
GTCTTCCAAG
GATTTGGCAC
ATTCCATTAA
ATTGTCCTTG
CCCGAACTAT
TTGAGTTCCT
GAGCCTATGC
GTCTGCCTTC
TTAAGACCAT
CTGACTCAGA
CAAGGGTGAC
CCGCCGAGGA
GTGCTTAAGT
ACGCGACCCT
GCGCGAAGGC
GCTCGAATCC
CCTGTGGAGA
GTGCCTCATT
TACACGACAC
TATAGGGAGA
GAGGAATCTT
AACGATATTC
ATTCAACTAT
CTAATGGTTG
TATGCCTCTA
AGATGATGGG
CCGAAGATGG
CCAAGAAGTG
CCGAGGGCAC
GATTCCGTAG
ATCTTCCATC
CACATGTGTG
AACACCTTGG
CTCTACGTAG
TCTGGACTCT
GTGACATTCA
AATCCTGAGG
TAAGTACCTT
ATGAAGGCGA



19501
19551
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19801
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20651
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GACAATGCGT
AGAAGGCCGT
GGGGCTCGTC
TGGTACTGGT
TTGTTGACGT
GAAAGCGGAC
AGCCCGTAGC
GAAGACTGCA
TAAGTGGGTT
AGACATATGG
AACCCTAGGT
TAATTCCGAG
TAAGCAAGAA
TTAAGCCACC
AACGCGAATA
ACGAACAGGA
AGAACGACCG
ACCATCCCAT
TCAAACTCCG
CTAAGCTCAT
ATATCTGAAT
TAAGGTCGAT
TTGAGTCTAA
GTCGTAGCTG
CTATAATCCC
ACGCATTCGG
GGTGCTCTCC
GAAGAAAGCT
AGGACTCAGG
CAAGGCTCCG
TCGGATGGTC
AATACTTAGG
AAGATGTCCA
TATCACCCAG
CTGGTCGTCC
TTTACTGTAG
TGCCTTTATG
CCGAAGAGAT
GTCTACTCTA
CTTGAAGCAA
CCGTAGAGCC
GACCTTGATA
TATGCGGGAC
CCAACGCTAT
AAGCAACAGA
TGCTGCTGCG
AGGCTATGGC
TACGACTCAC
GTTGGAGTCC
TGGCTGAATC
GTGATGTCTG
TGATGTTGCT
AAGTGGAAAC
GAGGATGACG
GACCGATGTG
AAGAGTTTAC
GAGCAACTTG
TGCTGAGCGT

GTATACTTTA
GAAGAAAGTC
CGGTTAAACA
GAAGCACAGA
ACCTGAGAAA
GCAAGAAAGC
TCCGGTGGCG
TTGAATGGAC
AATGGTAAAC
TCCAGTTCCA
GCTATAACAT
GACATGGTTA
ACTTACAGAG
GCTCCTTAGG
CTACAGCGTA
CTTGCGGAGG
TGCTCCCTAT
CATTGTTCCC
TGGCAAGCCG
GCTGGCTCTA
ATGAAGCAAA
GAGGGCCTCT
CAGTTACCGC
GTAACGTCCT
ATGAAGCTGT
CAACGTTCTG
CTGAGGACAT
GATGAGACAA
TGAATACCTC
ATGGGACTTA
AGACTAGATG
TGACTTACGG
TGATTAGCTC
CCACGCCGAC
AGAAGACATC
CTAAAGCCGT
TTGAACTCTG
TCGGTATGTA
TCCTTTCTCA
CTACAAGCCA
AACCATTAGT
AGCTGGAGCG
GACCCTGATA
CGGTATTGAC
AGATGGCCCA
CTGGCTCAAG
TGCTGCCGCT
TATAGGGAGA
TCGGTCTTCC
TAATGCAGAC
GTGGTTCCGT
GCCCGTGATG
AGAACGTGAC
AAGGCCGCAT
GACACTGGAG
CCCACTGGGC
GTGAGCACGA
GGCATGAGTG

AGGAGGTATA
ACCAAGTCCG
GGTTGCTGGC
TGGTGGAAGT
GAGGTTTCCA
TCGTGCTGGC
GTATCAACAT
CGGAGGTGTC
TTGTGACTCC
ACAGGAATTG
AAAGCACCTT
CCAAAGGTAG
TCAGACGTTC
AGAACTGTAT
AGACATGGAG
ATGGCGCAAA
GAGACACGCG
TAAGGACTCC
TGGGCGCTCG
TTCCCTATGC
GCAGTTACTG
CGATGGTAGA
GTGACTCTCT
GCTGTACCTA
ACCGATTGTC
CAAATGGTGA
CCGTAAGGCT
TCGACGTGTA
CGATACGAAG
TCCTAAAGAG
GTGAATCCTA
TCCCTTGAAA
TAAGGTTATC
TGACCAAAGC
TCGTTCCTCC
AAGTGACGCT
CGGTTCAGCG
GCTTCTGAAC
AGAATTACAA
CGCAACAGAT
ACAGGTCTGG
GTGTGTCACT
TTAACCTTGC
ACTTCTGGTA
ACAGTCTATG
GTATGGCTGC
GATTCCGTAG
CCTCATCTTT
TGTAGTTCAA
GTATATGCAT
TGAGGAACAT
GCGATGATGC
CTGTATGACA
TCAGGTTCGT
AAGAAGGCGT
GAGACTCCAG
AGAGGGCTTC
TCGAGACCAT

AGTTATGGGT
TTAAGAAAGT
GGTCTAGCTG
ACCACAAGCT
CTGAGGACGA
GGTAAGAAAT
TTAATCAGGA
AACTCTAAGG
ACATAGGCAC
TGGTGATGCA
ACGCTTGGAA
ACAGGCTAAA
TCGCTATACG
GGAGTCAGTC
ACACATTTAA
GTCTGTCTAT
CTCAGAATTG
GATAACGCCT
TGGTCTGAAC
AGACTTGGAT
AGCGACCCCG
GCGTATCATC
TTGAGGCTCT
CCGGAACCGG
TTCTTATGTG
CTCGTGACCA
GTAGAAGGTC
CACTCACATC
AGGTCGAGGG
GCTTGCCCAT
CGGTCGTTCG
ATCTCCAAGA
GGCTTAGTGA
TCAGACTGGT
AACTGGAGAA
ATCGAGGCTC
TACAGGTGAA
TTGAAGATAC
TTGCCTCTGG
TCCTGAGTTA
AAGCAATTGG
GCGTGGGCTG
GATGATTAAG
TTCTACTCAC
CAAATGGGTA
ACAAGCTACA
GTTTACAGCC
GAAATGAGCG
CTTTAAGGAG
CTTTTGGCGT
GAGCAGAACA
AATCGAGTTA
ACTCTGACCC
ATCGGTGATG
TGAGGGCACC
AAGAACTGGT
CAAGAGATGA
TGAGGCTATC

Phage T7 complete genome

AAGAAAGTTA
CGTTAAGGAA
GTCTGGCTGG
GCCGCACAGA
AGCACAGACA
CCTTGAGTGT
GGTTATCGTG
GTTATGGTCG
ATCTATGAGG
TATCTGCGAT
CTCCAAAGGA
GGAGAGGAAC
CTCTTCAACC
AATCAACCAT
TGGCTGAGAA
GAGCGTTTAA
CGCTCAATAT
CTACAGATTA
AATCTAGCCT
GCGACTTACT
ATGGACTCGC
ATGAACTACA
CAAACAGTTA
AAGGGTCAAA
GTCCAACGAG
GATAGCTTTT
AAGGTGGTGA
TATCTGGATG
TATGGAAGTC
ACATCCCGAT
TACATTGAGG
GGCTATCGTC
ATCCTGCTGG
GACTTCGTTA
GCAAGCAGAC
GCCTTTCGTT
CGTGTGACCG
TTTAGGTGGT
TACGAGTGCT
CCTAAGGAAG
TCGAGGACAA
CACTGGCACC
TTACGTATTG
CGAAGAACAG
TGGATAATGG
GCTTCACCTG
GGGAATTTAA
ATGACAAGAG
ACAATAATAA
GAACTCCGCT
TGCTGGCTCT
GCGTCAGACG
GTTCGGTCAA
GCTCTGAGCC
GAAGGTTCCG
AGCTGCCTCT
TTAACATTGC
CAGCGTGAGT
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23651
23701
23751
23801
23851
23901
23951
24001
24051
24101
24151
24201
24251
24301
24351
24401
24451
24501
24551
24601
24651
24701
24751
24801
24851
24901
24951
25001
25051
25101
25151
25201
25251

ACGAGGAGAA
ATTGGCTACA
TCTGGTGGAG
AACGTTTTGA
GCACAGTCGC
GGCTATCATC
AGCCAACTCG
ACCAAGCGTG
TGACCCTCGG
AAGTAATCGA
ATAGGGAGAC
AGAAGGAGAT
CTAACCAAGG
TTGAAGGTAT
GACCACTTCT
AGTTCCCTGT
AACCTCGACG
CATTGACGGT
CGATGAACCA
TCTCTGGCGA
GTGTAACGTG
CTACCGTAAT
GCGCTGGGTA
GACCAAGAAC
ATAGCTACTC
GCTGCTCTGA
TGAGGTTGTA
GTGAGGGCAC
GGTAATGTCA
CTCTGCGGTA
GCCGTGCTAA
CACGGTGGTC
GTAATGCTGG
TGTTACTTCA
CCCGCGCTGC
GCTGAGCAAT
GGGTTTTTTG
TGAGACTGCC
GTGAACCTCC
AACGCTCGGC
ATGGACGTTC
CCAACCTGAT
GGTCAATCCA
TCAATCAGAC
GCGACTACGA
GCTTCCCGTC
TGTACTCCAA
AGATGGACTA
GGTCTACTGA
ATTAGCCAAT
CATCCTTCGT
CGGAGACCGA
CTTGGAGACA
CCGAGATGAG
GAGTGTTCGA
TCCAACTACA
TGTAGCAGAC
ACACAAAGTC

CGAAGAGTTG
CGAAGGCTTT
CAGTACGTAA
TGCACTGTAT
TGGATAATGC
AACTTGGCTG
TAGTGTGACT
AAGGCTTTGC
TATCGCACAG
TTCGAACTTC
CACAACGGTT
ATACATATGG
TAAAGGTGTA
TTGGCGGTGA
CGCCACATGG
TCTGGGTCGC
ATAAACGTAA
CTCCTGACGG
CTACGACGTT
TGGCTGCGGA
GAAAGCAAAT
TGAGACCACT
AGGAGATTAT
TATGTTCCGG
TGCGATTCTG
TTGACCCTGA
GAAGTTCCGC
TACTGGTCAG
AGGTTGCTAA
GGTACTGTTA
CTTCCAAGCG
TTCGCCCAGA
GGGTGGCCTC
ACAGAAGAAA
TAACAAAGCC
AACTAGCATA
CTGAAAGGAG
GCTGAGTTAT
GGTATCAACG
GTATTCTCAA
AACATTGAGG
TGTATACAGT
TCTACGTTAA
CGCTTTGACT
TGAGATGCCT
AGTTCAACAA
GAAGAGGAAG
CGGTGGGTAC
CTCGCTAACA
CAATCAAGAA
TATCCAGACC
GGGCCTCCAA
ACGGTGCGTT
CACGAACAGT
CCTTTCTGGT
TCAAGACCGC
TATACGTTCA
TGTCAACTTA

TCCGCCGAGT
CATTGACTCG
ACAGTGTCAT
AACCACCTTG
GTTGACCAAT
GTGAGTCTCG
AATCGTGCTA
GGACCGTAGC
ATGCCAACTA
TGATAGACTT
TCCCTCTAGA
CTAGCATGAC
GTTGCTGCTG
AGTCCTGACT
TACGTTCCAT
ACTCAGGCAG
GGACATCAAA
CTGACGTTCT
CGCTCTGAGT
TGGTGCGGTT
ATAATGAGAA
CAGAACAAGG
TGCGGCTCTG
CTGCTGACCG
GCAGCACTGA
GAAGGGTTCT
ACCTCACCGC
AAGCACGTCT
GGACAACGTT
AGCTGCGTGA
GACCAGATTA
AGCTGCTGGT
AACGGTCGCT
CCTTAACGCC
CGAAAGGAAG
ACCCCTTGGG
GAACTATATG
CAGCTGTGAA
CTGGAAGGTG
CAAGATTAAC
AAGGCATAAC
GACGACTATT
CCGAGGTGGC
CTGGTATTAC
GAGTGCTTCC
CCGATTCTTT
ATGAGGCTAG
AATATGCTGG
TTAATAAATA
CTTGAAGGGT
AAGGGTCACG
AAGCGTCCAC
AGGTCAAGCT
ATTACGCTGT
AACGAGAAGC
TAATCCACGT
TCGTTAACCG
CCGAATTACA

CCTACGCTAA
TATATCCGTG
TGAGTACGCT
AGACGCACAA
CGTGACTTAG
CGCTAAGGCG
TTCCGGCTAA
GAGATGATTA
TCGTCGTCAA
CGAAATTAAT
AATAATTTTG
TGGTGGACAG
GAGATAAACT
GCGTTCGCTC
CTCCAGCGGT
CGTATCTGGC
CACACCGAGA
GATTTATGAT
ATACCTCTCA
CTGGCTGAGA
CATCGAGGGC
CCGCACTTAC
ACTAAGGCTC
TGTGTTCTAC
TGCCGAACGC
ATCCGCAACG
TGGTGGTGCT
TCCCTGCCAA
ATCGGCCTGT
CTTGGCTCTG
TCGCTAAGTA
GCAGTGGTTT
GCTAGTCCCG
AGCACAGGAG
CTGAGTTGGC
GCCTCTAAAC
CGCTCATACG
CGACATTCTG
ACGCTAACGC
CGACAGATTC
GCTACTACCT
TATCCCTAAT
TATGTGTATG
TGTGAACATT
GTTACTGGAT
GGGGCACCGG
ACGTCTCTGC
ATGGAGATGC
AGGAGGCTCT
GGTATCAGCC
CCAAGTTAAC
CTCTTGTTTT
CCGTACATCC
GTTCACTGGT
AAGTTAGGTA
AACGACCTGC
TAACGTTGTT
ACCCTAATCA

Phage T7 complete genome

GCTGGCTGAA
GTCAAGAAGC
GGTGGTCGTG
CCCTGAGGCT
CGACCGTTAA
TTCGGTCGTA
ACCTCAGGCT
AAGCTATGAG
GTCGAACAGA
ACGACTCACT
TTTAACTTTA
CAAATGGGTA
GGCGTTGTTC
GTACCTCCGT
AAATCCGCTC
TCCGGGCGAG
AGGTAATCAC
ATTGAGGACG
GTTGGGTGAA
TTGCCGGTCT
TTAGGTACTG
CGACCAAGTT
GTGCGGCTCT
TGTGACCCAG
AGCAAACTAC
TTATGGGCTT
GGTACCGCTC
TAAAGGTGAG
TCATGCACCG
GAGCGCGCTC
CGCAATGGGC
TCAAAGTGGA
AAGAGGCGAG
GCCGCACGCA
TGCTGCCACC
GGGTCTTGAG
ATATGAACGT
GCGTCTATCG
AGATGCAGCG
AATCTCGTGG
GATGTTTACT
GTCTACTTCC
ACCGAACGAG
ATTCGTCTCC
TGTCACCAAG
AAGTAGAGGG
ATGGAGTATG
GTTCACTTCT
AATGGCACTC
AACAGCCTGA
GGTTGGTCTT
CTTAAATACA
ACCTGATTAA
AGCGGAATCC
TCCTAACGGT
GAATGGTTAC
GCACAGAAGA
AGACGGATTG



25301
25351
25401
25451
25501
25551
25601
25651
25701
25751
25801
25851
25901
25951
26001
26051
26101
26151
26201
26251
26301
26351
26401
26451
26501
26551
26601
26651
26701
26751
26801
26851
26901
26951
27001
27051
27101
27151
27201
27251
27301
27351
27401
27451
27501
27551
27601
27651
27701
27751
27801
27851
27901
27951
28001
28051
28101
28151

ATTAACGTTC
CGGTAAAGAC
ACGTAAACAA
ATGCGCACTA
CCATGTGACC
ATGGCTACGC
TTCTCTAAGC
AGGGGACGCC
AGCGGAAAGT
CTATGGGAAA
CGACTTCAAG
CCAACCCTTG
TTCCGTAACC
TACAGCCAAA
ATGACGACCC
AAGTACGCCG
ACAATTCGTC
TGAACCTAAC
ATTGGGCGTA
CCACAGGTAC
ACATTACATC
TGCGGAAGTG
TAGTAAAATC
AACAGTCGTG
TGTCAGAGTA
TACGTTCCTA
GAGAACCCTA
AGTGGAACAT
AATTTATGGT
ATGGTAAGAT
CCTTGGCTGA
GTTCAACATT
CTGCCGACGA
CGCCGAGCGT
TGAGAACCAA
GCTCTAACAC
CGATTCCCTG
AGATGAGACT
ACTTACGGAG
CGAAATTAAT
TTTCTTATGA
CACTCCGGCT
CGAGTTTCCC
CCTCTAGCTA
CGACCAAGTG
TAATCATGGA
AATTACGTAT
CGGTGCGGTA
TTACAATCAC
TATCGCTATA
AAATGATTGC
ATGAGGCAGA
TAAACTTGAG
TCCAAGCTAT
GGTTCCTCAA
GGAAGCCAAT
TCGCACAGCA
ATCTATAAGA

GTGGTGGTCA
GTTGCGAAGT
TACGGATGCC
ACTTGTCTGA
GCACCTAGTG
AGACCAGTTG
TGCCACCTAA
TCTAAGTCTG
TTGGACTGAG
CCATGCCACA
TGGCTTGAGT
GCCTTCTTTT
GCTTAGGATT
TACTTCAACT
TATAGACGTA
TTCCGTTCTC
CTGACTGCCT
GACCCAGTTT
ATGTCTACTT
TACGCTGTGC
ACACGTTCCT
GTACGGAAAA
TTCATGTACA
GTCTCATTGG
TCAGCTCAGA
GCTAGAATCT
TCGTGCCTTT
ACAACGATGA
GCAAACTTCG
AACCGTGTTT
GACTCAGCGG
AACTTCGTAT
CGGGTCTACC
GGGTTAACTA
TCGTCTAACT
TCTGAGGGCT
TGGTTGGTAA
ACCCCTCTGA
AAGTTCCGGT
ACGACTCACT
TGACTATAAG
CACCATGACA
TGATGCTTCC
TCGGTGGTAA
TGGCGACTTA
GTATCGCGAT
GGGTAGGCAA
TTCCATGAAG
GAAAGGAGGA
TCTGGCGCTC
CGCTCAGACC
CGAACATCCA
GAAGCGTCCG
TGGGTCTATC
TGGACCGCAT
ATGGTAACTG
ACTTGGTGGT
GCGAACAGAA

GTATGGTAGG
ATAAGATACC
CAATGGTTAG
TTGGACTGTA
GTCAACAGAT
ATTAACCCTG
TGCTCCTAAC
CCGACCAGTA
ACTTTAGGTT
CGCTCTTGTG
GGTCTCCTAA
GTTGGTTCAA
CCTTAGTGGG
TCTACCCTGC
GCTGTGAGTA
AGAAGAGTTA
CGGGTACTCT
GACGTACAGG
TGCTAGTCCG
AGGATGTCAG
AACTACATCC
CTTCTGTTCG
AATTCCTGTA
GACTTTGGGG
TATGTATGTG
CTTTCACTAA
ATGGACATGA
CACATTCACT
GGAGGGGCAA
GAGCAACCTA
TAACTTGGAG
ATGAGTTCTC
TCCACGGAAG
CGAGAACTCT
GGAAGTACAC
GGGAGACTGA
CGCCAAGTTC
ACATCATTGG
ATTTAATTAA
ATAGGGAGAA
ACCTACTAAA
TTCTTGAAGC
GAGTGTGTCA
CTGCGGGGAC
GTGGAAAGGC
AAGATGCTTG
TACGTCCCAC
AGTACACACG
TAACCATATG
AGGCTATCAG
GCTGCTGGTC
GAATGCTGAC
CCGAGTTGAC
CGAGCGGCTA
TAAGCGAGTC
AGAACTATCG
ACTCAAAGTG
ACAGAAGAGT

GAACTAATTG
AGATGGTAGT
CTGAAGAGTT
AATGTAGGGC
TGACTCCTTC
TGACCCACTA
GGCTACATGG
TTACGTTCGG
GGAACACTGA
CGAGCCGCTG
GTCTTGTGGT
GTATTAACGA
GAGAACATCA
GTCCATTGCG
CCAACCGAAT
CTCATCTGGT
CACATCTAAG
ACCGAGCGAG
AGGTCCAGCT
TTCCGTTAAG
CTAATGGTGT
GTACTATCTC
CCTGAACGAA
AAAACGTACA
ATTCTTCGCA
GAACGCCATT
AGATTCGATA
ACCTCTATTC
AATCACTGTA
CGGCTGGGTG
GGACGCATGG
TAAGTTCCTC
ACATTGGGCG
GGTACGTTTG
AATGGCTGGT
ACTTAGGGAC
AACACTGTAT
GTGTGGCTGG
ATATTCTCCC
CAATACGACT
AGTACAGACT
TAAGGCTGCT
CGTTGAGCCT
CAGTGCTGGT
TAAGCGAAAG
AGAAGTATGA
ATTCGTTTCC
AGATGGTCAA
TGTTGGGCAG
TGGTCAGAAC
GTCGTCAAGC
CTATCGTTGC
CTCACAGAAC
TCGGAGAGAG
ACAGAAGGAC
CCGTGACTAC
CTGCAAGTCA
AAGCTACAGA

Phage T7 complete genome
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TACACATTAA
CAACCTGAAC
AGCCAAGCAG
AAGGGTTCAT
ACGACTAAAG
CGCTCAGTCG
TGAAAATCGT
TATGACGCTG
GGACCAAGTT
ACGGTAATTT
GACGTTGACA
TGTGTTCTTC
TATTGAGTCG
AACCTTAGTG
AGCAATCCTT
CCGATGAAGC
TCGGTTGAGT
ACCTTTTGGG
TCACGTCCAT
AATGCTGAGG
GTTCAGTATT
ACGGGGACCC
GAGTTAAGGC
GGTTCTAGCT
ATGAGTTCAA
GACTTACAGG
CACGATTCCT
ATATTCCAAC
TTGGAGCCTG
GAATAGCGAC
TGTACATTGG
ATCAAGCAGA
CTTACAGTTA
ACATTTATGT
GCCCGATTAG
CGGACAATAT
ACATCTTGTC
GAAGGTAACT
TGTGGTGGCT
ACGGGAGGGT
TTGAGGTATT
GGTATTGAGC
CTATGGGTTC
TCGTTACGAG
TTCCGTAAGT
TACTCTTTGG
TCAAGACTAT
TTTCAGTTAT
CCGCAATACC
GCTCAGGCCA
TATGGAAATC
AAGCTCGAAG
ATGCAGAAGG
TATGCTTGAA
AGTTCATTCG
CAAGCAATCT
GATTGACGAA
TGGTTCTGGA



28201
28251
28301
28351
28401
28451
28501
28551
28601
28651
28701
28751
28801
28851
28901
28951
29001
29051
29101
29151
29201
29251
29301
29351
29401
29451
29501
29551
29601
29651
29701
29751
29801
29851
29901
29951
30001
30051
30101
30151
30201
30251
30301
30351
30401
30451
30501
30551
30601
30651
30701
30751
30801
30851
30901
30951
31001
31051

CCCACTGGCT
CGTTCGACTC
ACCAAGACGG
AGCGGCACAA
GCTATCGTGC
GACACCATTG
GGAACAACGA
GTAAGCTGAC
CTGTATCAGG
TCGTAACGCT
AGGGTGTCTT
CTTCAAGAGG
GGACGTTGAT
TCTCGCTGTA
GGCGCTATCA
TGATATGCTG
ACAACGGTCT
CTTATAAGCC
CTTCCTGATG
CGACTTACCG
ACAGCACAAC
TCGCTTGAAG
GGGAGATGCT
GAGCAGATGA
TCAGAATCAG
ATTCCATGAA
AAGCGAATCA
CAACGAGAAC
ATAAGAAGCT
GATGCTATGA
CCGTACAGCC
CCGCTGTGAT
CTGCGCAGAA
AGACCAAGCT
TTGACCCTCA
AAAGAGCAAC
ATCTAAGGCT
CACGTAAGAT
GCTATGGAGC
TGGTGATGAT
TGCAGGTTAA
GAGGAAGCAC
GCAACTGACC
CAGGTCAAGT
AGTGAGAACC
TGATGTGAAC
CTGCTGCTAA
TACGGACGTA
AAGTACGATA
TGCTGATGCC
CAGAATCACG
ATGATGCAAT
CGATGGTCCA
CCGCTAAGCA
AAAGCTGCCC
ACTTGAGGCG
GTAACTACAT
CAGTTGGAAA

ATCATGGGGT
TAAGTCCACA
GGAGGTAATG
CCGGGACTCT
AGCAACCACT
GTCGGTTCGC
GCACGAGACC
CCCTGAGCAA
ATGACCCATA
GCGTATCTTG
CCGTACTCGC
GCGCTAAGGT
TATCAGCGTG
TGGTGCGCAT
TGAACAGCCG
CGTCGTCCAG
GGTTACTGGC
AAGCGTTCAG
CGAGTCGGTG
AGAGTTGATT
GTTCTCAGTT
ATTAACTCTG
TCAAGGTATC
CACCACAACG
ATGAACGCAT
GTCAATGAAC
ACGGTGAGTG
ACTGGTGAGT
CGCTGAGATT
AGTTGAAGTA
ATCGGAACCA
TAACGGTAAG
TCCGCAATGC
GAGCTATTCC
GGTTATTCTT
GCTTTGAGGA
CCTGAGATTG
TTATGACTCC
AGATGACCAA
GTTGACGGTG
CTCTGACCCG
GTAAGGGAAT
ATGTATTCTC
CAGAGTCCGA
AGAAGAAACT
AAGCGAGCAC
ACGAGTCCGA
AGGAGTAACT
AGAACGTACC
AACGGGGTCT
ATTTGTGCCT
TTACCAAGGC
GACGACGACC
ACTTGCAGGT
TTGCGTACAA
TACTCTAAGG
GCGTAACCTT
CTTTTGGTGG

CTTCCGCTGC
ACTAAGGCAC
AGCTATGAGT
CTCGGTTACG
CAGGCCGAAC
TAAGGCTGGT
TAGCTGATGA
CGTCGAGAAG
CGCTATGGAA
TGGACGATGA
GAAGAGATGG
ATACGCTGAG
GTTTCAACGG
GATAACTTCT
AGTGGAACTC
ACTCTGCTGA
GCAATCCCAT
TGACGCTTCT
ACAAGAAGGT
GGTGAGGAAC
TGAGACTGAC
CGCTGAACCA
AAGGCTGAAC
TGAGTGGCTA
GGACGAAAGC
AAACTTGACG
GGTCTCAACG
TCAAGCATAG
GACAGTATGG
CCTTCAAGCG
TGGTCACTGA
TTACCAGAAC
TGACCCTCAG
TGACGATGGA
GATGCCGACC
TGATAAAGCA
CCCGTATGCC
GTTAAGTATC
GTTCCTTAAG
ATACCGTTGG
AAATCATGGG
CATTGCGAGC
AAGGTGACTC
TACGACAAAG
CGAAGAGAAA
CTATAGTTGC
GAGAAACGTA
AAAGGCTACA
AAGTGATTAT
CTTATGACCT
ACAGCAAAAT
AACCGCTAAG
GACTGAACCC
CTGGTAGGGA
CCAAGGCGAG
GAGACTTCGC
CTGGATGTTG
CATAACCCCA

GAGTGCTTAC
CTATTGTTGC
AAAATTGAAT
TGGTGGTGCT
AGCCAAGGTC
GCCGATATGT
ACGCTCTAAC
CTCTCAACAA
GCACTCCGAG
CGTTATGCAG
AAGAGTATCG
CAGTTCGGCA
GGACATTACC
TGAGCCAGCA
AACGGTGTCC
CTTCTTTGAG
CTGATGCTCA
AGCCGTGCTG
AACACTTAAC
AGTGGAACGC
GCGAAGCTGA
AGAGGACCCA
TAGATAAGGT
ATCTCCGCAC
TCAGGCCAAG
TAATCGACAA
GATTTTAAGG
CGATATGGTT
ACATTCCAGA
GACTCTAAGG
CGCTGGTCAA
GAACCCCAGC
TTGATTGCTG
CATGATGGAC
GACTGACTGT
TTCGAGTCTG
AGCGTCACTG
GCTCGGGGAA
GAATCTACCT
TGTGATTCCT
AGCAAGGTCG
AACCCTTGGA
CATTTACCTT
AGTTACTCTC
GCTCGTGAGA
CGCTACGAAG
AACAGACTCC
TAAGGAGGCC
GATGGTCTGT
TTTACGTAAA
CTAAGACTGG
GCCCTCGGTC
TGAGTTAGCT
AGTTTGATGG
GGACGCTTGG
ATCAATCTCT
CTAAGTCACC
AAGGGTAAAG

Phage T7 complete genome
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GCATCCGGTG
CGCTAAAGGA
CTGCCCTTCA
GGAGGTATGG
AAGCCTATTG
ATACCGCTAA
GAGATTATCC
CGGGACCCTT
TCAAGACTGG
AAGATAAAAG
CCATAGTCGC
TCGACCCTGA
GAGCGTAACA
AGCTCAGAAG
TTCAAGACCC
AAGTATATCG
AGCCACACAG
GTGGTGCTGA
GGAGCCACTA
TCTCATGGTC
ACGAGCAGTA
AGGACAGCTT
CCAACCTGAT
AGGAACAAGT
GCTCTGGACG
GCAATTCCAG
ATATGCCAGT
AACTACGCCA
CGGTGCCAAG
ACGGAGCATT
GAGTGGTCTG
TATGGATGCT
CGCTATACCC
AAGCAGGGTA
TAAGCGGTCC
CACTGAATGC
CGCGAATCTG
CGAAAGCATG
ACACGTTCAC
AAGAATATGA
GGATATTCTG
TAACCAATAA
ATGGACACCA
GAAGGTCTGG
AGGCTCTGGC
GCCCGTGAAG
TAAGTTCATC
CTAAATGGAT
TCCAAAAGGC
GTCGCTTGGA
ACCATTAGGC
TGCGAGTTAC
ATTAATGCTG
CGATGAACTC
GTAATCCACA
GAGGAGGGAC
TATGGCTGGA
GCATTCCGGC



31101
31151
31201
31251
31301
31351
31401
31451
31501
31551
31601
31651
31701
31751
31801
31851
31901
31951
32001
32051
32101
32151
32201
32251
32301
32351
32401
32451
32501
32551
32601
32651
32701
32751
32801
32851
32901
32951
33001
33051
33101
33151
33201
33251
33301
33351
33401
33451
33501
33551
33601
33651
33701
33751
33801
33851
33901
33951

TGAGGTAGGA
TTCCTGAGTC
GCGAAACCAT
CGAGTACAAC
CTGAACTCTC
GATAATGGTT
CTCTCACATC
AGAACCCTGC
GATGACCTCA
TGCCGAGGCT
GTGTGGACCC
TTTAAGTTAA
GAACGTTGCA
ACTATGCGGG
GCAATCAGTG
TGAGTTCGAC
AGACAGCACG
AACATGAAGT
AACAGAGAGA
GCAACCCAAT
GAGAAGGCTG
GAAGACCTTG
TCGTTCGCTC
GCAACAGCTT
TTATAATGAC
TCTCTACTGG
TACCGTAGAG
CACTCCGTCT
CCAAGCGTGA
GTGAGTATCT
ATATGACCGT
GTTTGCAGGA
CCTGAGGTCA
GAAGGAAGTA
ATGGTATCTC
AACATTGAGG
TAACTTGTTT
TCTCAGTGAA
TATGACCGCC
AACCACTAAG
AGGGAGACGG
AAGATTCTTA
CTCACTGCGT
TGGGTGCTCA
GTTCGTGCTC
GTCTAAACCA
TCGGGAAGGA
CAGCGCCTAA
AGGGACCTTG
CTAAGCTACT
GGTATGCTTG
CTGGGAGAAA
TGGCTGGCAT
GGGAAGTTTA
TATGGACTTA
GTCCACATAA
AAGATGGTTA
GTTCCTGCGA

TTGGCTGGAA
CACAAGTTTT
TCGCCAAGGA
AGTCGTTCAA
CAACTCAGTC
TTGATGTGTT
TGGACTCCAG
GTACATCAAC
TTAAATTGGC
GGCCTAGGTG
GCTTAGCTAT
TCAATAAGGC
TCCGAAGGTC
TGCTGCCTTA
ACGCTGTAGC
AATGAGTTCA
AAACGCCAAC
TTGAAGGTGA
GGTGCCGTGG
CAACCCTAAG
CGCGAGGAAT
GGGTCTGACG
TCCTACTGGT
CTGACATCCA
TTGTACAAAG
CGGCGCTAAG
CGGCACTAGC
GAGAGAATCG
ACTTATGGAA
TCCCTGAGAG
CATGCCAAGG
AGGGATTGCC
AGGCCAGAGT
ACACCAGAGA
CCACTCAGAC
GCTTAGTAGG
GATTCGGACC
TGACCTAAGG
GTGTCAATGG
GAACTTAAGG
TAAGAAGACT
CTGGTCGTGC
GCCATCAATG
GAACATTACG
TAGGGCATGG
GTTTCAGCTA
GGTGGACCAG
GGGAAGCAAC
AAGTATTCAA
GAACGGAACC
GGGATGTTAT
GAAGGCTTCC
CAAGTCTCTC
CCGTTAAGGA
TGGAGACTGG
GGTGTCCTTA
TGCAGTTTAA
ACCTTCTATG

TTGGTCACAA
GACGTTAAGG
CTTTTGGGAG
CCTTCTTCGG
GCTGGGATGG
TAAAGACACC
AGGAGTTAGA
GTTGTAACTG
TAACGAGAAC
CCAAACTGAG
GTTCCTATGG
TCTTGTAGTT
TCCGTACCTC
GGTGGCTTTG
TGCTGGACTG
TCGGTCCTAT
TCTGCGGACC
ACATAATGGT
TGTTACATGA
ACTCTAAAAG
CAAACTGGCT
ATGCTGACAT
ATGCAGTCTG
TGAGAGACTT
CAATGTCTGA
ATGTCCCGTG
TATTGAGCGT
TTATGGACAT
AACCCAGCAA
TCGCCACAAA
CGCTGATGAT
CGCTCATGGA
CGATGAGATG
TGGTAGAGAA
CAGTTCACCA
TATCGAGAAT
TATCCATCAC
GACTTCGATA
TGACATCGCC
ATGAGATTTT
GGCGAGGTAC
TAGACGCAAT
ACCTAGGGTT
GAGATTGCTG
TATCCCAATT
AGGAACTCAA
TTGATTCGGC
TGATACCGGA
CACAGGAACT
ACTAACTACC
TAGTGCCACC
TTCGTGGTGC
ATCAAGGAAC
CAAGCAAGCG
CTGACAAGGT
CAGGATTCCC
GTCTTTCACT
ATGGATACAA

GCAGAAAGTA
GTATCGAACA
ACCCACGGAG
ATTCAAAAAT
CTTTCCGTGC
ATTACGCCGA
GAAGATTCGA
GTGGTTCCCC
TTTGAGAATG
TGCTGGTATT
TCGGTGTCAC
GGTGCCGAAA
CGTAGCTGGT
TGTTTGGCGC
AAACGCAGTA
GATGCGATTG
TCTCTCGGAT
GTCCCTTATG
TGGCTCCGTT
AGTTCTCCGA
GGGTTCACCG
CCGTAGAGTG
GTGCCTCAGG
CATGGTACTG
CGCTATGAAA
AAGAAACTCG
CCAGAACTAC
CATTAAGCGT
TATTCGGTAA
GGTACTTACG
TCAACGCTAC
TGAACAGCTA
CTTAAGGAAT
GTACGCTATG
ACAGTTCCAT
AACTCATTCC
TATGCCAGAC
TGTTCCGCAT
ATCATGGGGT
GGCTCTCAAA
ATGCTTTAAT
CAGGACACTG
CTTCGCTAAG
GGATGATTGT
CTGCGTGATA
GGAACTCCAT
CTAAACGTGC
CCTGCCGTGG
GGCTGCTCGC
TTCTGGATGC
CTAACAGGTA
CTCCGTAACT
ATATGGTACG
TTCTCTATGG
AGCTGATGAG
ATGCGTTCGG
ATCAAGTCCC
GAACAACCGA

Phage T7 complete genome
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ACACAGGAAC
GGAGGCTACG
AAACACTTGA
GCTGCCGAAG
TGGTCGTCTC
CTCGCTGGAA
ACAGAGGTTA
TGAGAACCTC
ACTCCCGCGC
ATTGGTGCTG
TGGTAAGGGC
GTGCTGCTCT
GGTGACGCAG
AGGCATGTCT
AACCAGAAGC
GAAGCCCGTG
GAACACTGAG
AGGACTTACC
CTAAGTGCAA
GGTTGACCCT
AGATTGGCTT
GCTATCGACC
TAAGTTCGGT
ACCAGCGTAC
GACCCTGAGT
ATACACTATC
AGAAGGCACT
CACTTTGACA
CACAAAGGCT
TTCCTCACGT
GGTGCCGAAG
CGTCTCCAGA
TACACGGGGT
GATAAGGCTT
AATAGAAGAG
TTGAGGCACG
GGACAGCAAT
CATGCCAGCG
CTACTGGTAA
GCGAAAGCTG
GGATACCGTT
TGTGGGAAAC
AACGCCTACA
CACTGGTAAC
CACTCTACAA
GCGTCTCTGT
TGACATTGTG
CGAACATCGT
TCTCCGTGGA
TGCGCGTCAA
AGACTACCCG
CCTGAGCAGA
CGGTGAGGAC
ACCCACGGGC
GCAATGCTGC
AGCACTAGGT
TTAACTCTAA
GCGATTGACG



34001
34051
34101
34151
34201
34251
34301
34351
34401
34451
34501
34551
34601
34651
34701
34751
34801
34851
34901
34951
35001
35051
35101
35151
35201
35251
35301
35351
35401
35451
35501
35551
35601
35651
35701
35751
35801
35851
35901
35951
36001
36051
36101
36151
36201
36251
36301
36351
36401
36451
36501
36551
36601
36651
36701
36751
36801
36851

CTGCGCTGAG
ATGGCTGCAC
GTACTTGGAG
CTCGTAGTTC
GGTGTTTTAG
TAAGGACACC
AGGTAATGGG
GGCTTTGTGG
CAACTCACCT
ACTCCACAAA
TTGAAGATTT
ATACGACTCA
TAGATTTACT
ACTTACCAGT
TCTAGCCCGT
TCCTTACGAT
CTGACAAAGG
TCGAGTAACC
TCCTCCGCGC
GCGGAAGAGG
TGGTCACTTG
TGGATGACCG
AACTCATGGC
GACTTTCAGA
CTACGAACAC
GCCAAGCGGT
CTCTGCTTCC
CAGCATCCGC
GAACGTGAGG
TGATAAGGTA
ACGGGCGCCT
CAGTTCTTTG
TGAGAACGGA
TAGGCGGTAA
GGAGCCATGA
AGAGTCCGCA
GGAATAACTG
TTCCACTCCT
AGTAGTTAAC
GTAATATTCA
CGTGACAGCT
TAGTGCTGGC
GCAATATCTG
GGCCCCGATG
CCAAATACAC
CAGTACCTAA
GAAAGACGTG
CATTAGACTT
GGTGTAGCAG
ATGGTTCTAC
AGGTAGTCGA
GTATGGAAAA
GCGATGGCTC
TCCGCAACTC
AGATTGGTAA
GCTCTTGAAG
TGATATTTAC
CTTTATGGAT

CATCATCACC
ACGTCAAAGC
CGTGCACTGG
TCAATTGGGT
GGTTCGAGTC
GTGAAGGAAC
CGCTATGGGT
CTAACGTAGG
AATAAAGCAA
AGAGTTAGTA
ATGAGGCGAA
CTATAGGGAG
TTAAGGAGGT
TAGATGGCTC
AAGTTCGTAG
TAATACAGAC
CTTGGGGTCC
TCCACTACCG
GTATGACCTT
CCCGTGACCT
GATGCTCGTG
CGATGCTGTT
AAGCACGTAA
AACCAAGCGG
AAAGCAGTGG
TCAAGAATAC
GCTGCGCATC
TAACTCTGCT
CAGACAAGCT
GATGGAACCA
TTACATGACC
GTGGTGTCAC
TGGCTGATGT
CATCCAGTTA
CCGGTCAGCT
TCCGACAAGG
GTACATTGGT
ATGTACATGG
AAACACTTCC
AGGTACTAAG
TCGTTGCGAA
GGTGGGGTAA
GATTAAGTGT
GAATCTACTT
TCCAACGGTC
TGCAATCATG
TAGTCCACGG
TAACAACGAA
ATGTTAGTGC
GTTGCTGCTA
TAAGATGATT
GGATAAGAGC
AGCGTATGCT
TATAATGCTA
GTTGCAGCCG
AGTACAAAGA
ACATTACAGT
GTCATTGTCT

TCTATGGGTC
ATACGCTCTG
ACCCAACCAT
GCTCCTTTGG
CTCCAAGATG
GTGACCCAAA
TCAAACCTTC
GGCTACCTTA
CCGAGCAGGA
CCGAACGACC
CGGTGTTAAC
AGGCGAAATA
CAAATGGCTA
CAATCGTGAT
TGGTAACTCT
TATCGCTTTG
AGCCGATGGC
ACCGATTGGT
AACGTCGCTC
CACTACGGAT
GTCGTCGAAT
CCGTTTGGTC
TGAAGCCTTA
AGGGCTTTAA
CGCGATGAGA
GGCTGGTCAA
AATCTGAGGT
CATTTGGCAG
GGAAAATTAC
ATGTGTACTG
ACAAACGGTT
TAATCGTTAC
ATGTTCAACG
GTAGTAAACG
AAAATTGCAG
CGCACTATAT
AGAGGGTCAG
TACGACCTTA
ACGTAGGTCA
TGGGGAGGTA
GTCCAAGGCG
GTGTGACTGT
GCCAACAACT
CATAGCCTCT
TCGGATTCAA
GTGGAGAACG
ATGGACTCTC
TTGATTAAGG
TCGACTGTTC
TCGCCTACAC
GACTGGAAGA
CTTATTACAT
TGCGGACCTT
TTAACAAACT
GATGTTCACA
GAAAGTCGGT
GATATACTCA
ATACGAGATG

TCGCTGGTGG
CCTAAGGAGA
GATTGCCCAC
CTATGGTTGA
GCTCGCTCTA
CAAACCGTAC
TGGAACAGAT
ATGAATGCTG
CTTCATGACT
CATTGACTCA
TTGAGGGAGC
ATCTTCTCCC
ACGTAATTAA
TTTAATATCC
TATTGGTGTA
CTACACGTAC
TACACGACCA
TGACTTTACG
AGATTCAAAC
ACTATCGGTG
TGTGAACCTA
AACTAAAGAC
CAGTTCCGTA
GAACGAGTCC
CCAAGGGTTT
TACGCTACAT
AAACGCTGAG
AACAGCAAGC
AATGGATTGG
GAAAGGAAAT
TTGACTGTGG
TCTGTCATGG
TAGAGAGTGG
GACAGATCAT
AATGGGCATG
TCTATCTAAA
ATAACAACAA
ACACTCAAGC
GGCCGTTGTG
AATGGCTGGA
TGGACTCAGG
TTCACAGGAT
CTTGGAACTT
GATGGTGGAT
GAATATTGCA
AGTAATTGGT
AAGGAGGTAC
CTGCTCCAAT
TTTGGGTTAA
AGTGGTTCAG
AAGCCAATAA
TCTTAGAGAT
TCGGACCATG
GTTAGACCGC
TCTTAGGTGG
GATAACGGTC
AGGCCACTAC
CTCCTACGTG
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TTTCTATGCT
AACGTAAGGA
GCTGCGTTAT
CCTAGTTGGT
CGATTCTACC
ACCTCTAGAG
GCCTTCGGCT
CTGGCGTGGT
GGTCTTATGA
ACAGCTTGTG
GTAGGAAATA
TGTAGTCTCT
AACCGTTTTG
CGTTTGAGTA
GACCGAAAGG
TACTATCTCT
TCGAGTTACG
GATGGTTCAA
GATGCACGTA
TCAATAACGA
GCGAACGCCG
CATGAACCAG
ATGAGGCTGA
AGTACCAACG
CCGAGACGAA
CTGCTGGGAA
AACTCTGCCA
AGACCGTGCG
CTGGTGCAAT
ATTCACGCTA
CCAGTATCAA
AGTGGGGAGA
ACAACAGCGA
CACCCAAGGT
TTCTTCAATT
GATGGTAACA
TGACTGTACC
AGGACTATGC
GCCACTGATG
TGCTTACCTA
TGTGGTCTGG
CTCCGCTTCC
CTTCCGTACT
GGTTACGATT
GACAGTCGTT
AAATCACAAG
AAGGTGCTAT
TGTTGGGACG
GCCTTAACGA
ATTGGTGCCA
GGAGTGATAT
GTTGGACACT
AGCGTCGCTC
CACAAGTTCC
CCTTGCTGGT
TTACGGATGA
AGATAGTGGT
AAATCTGAAA



36901
36951
37001
37051
37101
37151
37201
37251
37301
37351
37401
37451
37501
37551
37601
37651
37701
37751
37801
37851
37901
37951
38001
38051
38101
38151
38201
38251
38301
38351
38401
38451
38501
38551
38601
38651
38701
38751
38801
38851
38901
38951
39001
39051
39101
39151
39201
39251
39301
39351
39401
39451
39501
39551
39601
39651
39701

GTTAACGGGA
TTCTCGCTGG
ATGGACGCTA
TGAGGCTGCG
ATCAAGAAGA
GATTTGCGTA
AACCTCCGAT
ACGACCGAGA
TGGATTCGTG
AATCAAGTAA
TAGTGGCGCA
AAGGCGCTAA
GGTGCTGGCG
GTATCGGTAA
AGAGACCCTC
AGACGCTAAC
TATCTGAGTT
GATGTAGGCC
TATCACTGGT
ACGTTGAGAT
TGGACTCTGG
TCGCGTTATC
AACTTGAGGA
CCAAGGACAC
GTTACGCGCT
CAGACCCAGT
TACGGTAAGG
TGATGCCGAG
TAGACTTAGA
AACATCATTG
TACGTACCAC
TGGTCATTGA
CTGTACACAC
TGATGGCTAC
AATGGGGAGT
TTCGGTAAGG
GGAAGAGATT
TTGAGCCAGT
AGGGCCGACT
GTACTCGTTG
TGGCTCATGA
CGTGAGTCCA
TGACTTCCTT
TCATTGAGAT
GGTTACGGTA
AGGGATGCAC
ACACGATAAA
ACTATATAGA
TGGTGTACCT
CACCTTAACT
TTGTTGAACC
TTGTGCTGCC
AGTCTGTCGT
CGACTGATGG
TCATCCCTAT
GGTCTATCCT
CTAAAGAGGG

GGCATTATGC
GATGCTATTC
AATGGAAACA
AAGAGCACTC
CCTTGCCGCG
GCGACAATAA
GGTCAGTGTG
TGCTAAACGT
CGTTACAGGA
GGAGGCAATG
ACTGAAAGGA
ACCTACCGGT
AATGGAGACA
GTCGTTCATC
AGTTGAAGAT
TCCATCTTTA
AAAGCCAAGA
CAGCCAATCC
CAGTTAACTG
TCCGTCTAAC
TTCAGGAGTT
TACCTTGGTA
TAACCGTGGG
GTGAAGAGAA
GAGTACGATG
GCGCTTTGAC
CTGGCTTTAC
AAGTACCCGC
GAAGGCCCCA
AGGACCTTCC
GATTGTTCCA
CCCTAGTGGT
TGAACGGTTA
TCCGATAAGA
CCAGACGGTT
TATTCAGTCC
CGTGCCCGTG
CATGCAGACT
ACCAGTCCGC
TTCTACCAGA
TGACCGATTG
TGCAGTTGGA
GAGGAACACA
GTCTGTGGGA
CGTCTTTCAT
TATAGACCAC
TTAATACGAC
TACTGAATGA
AGAGTGACCT
TAAGGACCAA
TACTGCGGCA
CTTGGGTACG
TTGCTCTATA
CTCACCGAGG
AGAGTCAAGT
AAGGTCTATA
TCTTAGAGAG

TAGAATTTTT
GGGTTAGGAT
GGAGGTACAC
AAAGAGCAAT
CTGGAAGGGA
GCGGTTGCGC
GATTCGAGCC
ATTCTCGCAG
TACTATTCGT
TGTCTACTCA
GACTTCGTGG
GCCCACTAAG
ACAAGAAGTT
ACATGTGCGT
ACTTATCGTA
TTAAGAACAT
CCCGGACAGC
TGACCACTCT
GTAGCCGTGC
AGCGCAACTA
CGCTGCGTTA
CACCTCAGAC
TACACAACCA
CCTCTATTAC
AGAACCCTGA
CGTGATGACC
GCTACAGTTC
TGAGGCTTCG
ATGCATTACC
TAACGTTGGC
ACAACTCAGG
CGCGGTAAGG
CATCTACCTT
CCCTTGAGTT
GTCTACGAGA
TATCCTTCTT
GTATGAAAGA
CACCGCCTTG
TCGTGACGTA
TGACCCGTAT
GATGCCCTTG
TTCCGTTAAG
TGATGCGTCC
GGAGTTGATG
TGAGTGGTGA
GGATGGTCAG
TCACTATAGG
ATACTTATAG
CTAAGAATGG
CATAAAGGGA
TAGAGTCACC
CATCTCTTAC
CTCACTTGTA
GATTCAGCGG
CCTAAGGTAT
CCTAAAGATA
GGCCTATGGA

ACGTAAGCTA
GGCATCTAGG
AATGAGTACG
CGATGCGGTA
GCACTGATAG
GTCAGAGTCA
TGATGGTCGA
TGACCCAGAA
GAACTGCAAC
ATCCAATCGT
CGTTCCTATT
TGTCAGATTG
CATCTTACAG
TCGTTGTGTG
TCAGCCTCTA
CATTGACCTG
GTGACTCGGT
CCTAGTGTGA
TGACATTATC
TGGGTGCCCG
CTTAAACCGC
AGAGATGACT
TTATCTGGCC
TCACAGCGTC
GGCACTTGCT
TGCGCGAGCG
ATGCTTAACC
TGACGCTATC
AGTGGCTTCC
CTTAAGGGTG
TCAGTACCAA
ACGAAACAGG
ATGGAAGCTG
ACTCGCTAAG
GTAACTTCGG
AAACACCACA
GATGCGTATT
TAATTCGTGA
GACGGTAAGC
CACTCGTGAG
CGTTAGGCAT
GTCGAGGGTG
TACGGTTGCT
TGTACTCTGA
TTTATGCATT
TTCTTTAAGT
GAGAGGAGGG
AGTGCATAAA
TGATTATATT
GGAGACTCAT
TACCGATTTC
TGGAGACCTC
GCGATTAGGG
TATGATTGCA
ACCCATAAAG
GGCCATCCTA
GTTCCTATAG
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ATCCCTTGGG
GTCAGACTCA
TTAAGAGAGT
TCTGCTAAGT
GATTATTTCT
AAACTACCGG
GCCGAACTTG
GGGTGACGCA
GTAAGTAGGA
AATGCGCTCG
CGTCTTATGG
ACATGGCTAA
GCTTTCCGTG
GTCCTTATGG
AGGAGCGTGC
CTGCCATTCC
AATCAGCTTT
AATCAGTAGG
ATTGCGGATG
TGAGAAGCTA
TGCCTTCCTC
CTCTATAAGG
TGCTCTGTAC
TTGCTCCTAT
GGGACTCCAA
TGAGTTGGAA
CTAACCTTAG
GTAGCGGCCT
GAACCGTCAG
ATGACCTGCA
CAGAAGATTC
TTACGCTGTG
GAGGTTTCCG
AAGGCAAAGC
TGACGGTATG
ACTGTGCGAT
TGCGATACCC
TGAGGTCATT
ATGACGTTAA
AAAGGCGCTC
TGAGTATCTC
AAGTACTTGC
GCTACGCATA
GGACGATGAG
AGGACTGCAT
TACTGAAAAG
ACGAAAGGTT
GTATGCATAA
GTATTAGTAT
GTTCCGCTTA
TTGTGGTACT
AGTTCACTGG
TCTTCCTGAC
TCACACCACT
AGCCTCTAAT
TCAGTGTCAC
GGTCCTTTAA



39751 AATATACCAT AAAAATCTGA GTGACTATCT CACAGTGTAC GGACCTAAAG
39801 TTCCCCCATA GGGGGTACCT AAAGCCCAGC CAATCACCTA AAGTCAACCT
39851 TCGGTTGACC TTGAGGGTTC CCTAAGGGTT GGGGATGACC CTTGGGTTTG
39901 TCTTTGGGTG TTACCTTGAG TGTCTCTCTG TGTCCCT

Phage T7 complete genome
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